Sakowa_NP_001164701.1 gata4_transcription_factor_[Saccoglossus_kowalevskii]

—— Brbelc_XP_019618792.1_PREDICTED_transcription_factor_ GATA-4-like_[Branchiostoma_belcheri]

Brlanc_Gata456_BLAG16101155_2

Pemari_XP_032815387.1_transcription_factor_GATA-4-like_[Petromyzon_marinus]

Stpurp_XP_011667272.1_GATA _transcription_factor_e_isoform_X1_[Strongylocentrotus_purpuratus]

0,89

Ciinte_NP_001122335.1_GATAa_protein_[Ciona_intestinalis]

0,22

Phmamm.CG.MTP2014.S835.9g12260.01.p

Harore.CG.MTP2014.545.g04355.01.p

Sccani_XP_038655858.1_transcription_factor_ GATA-4-like_[Scyliorhinus_canicula]

Hosapi_XP_005272442.1_transcription_factor_GATA-4_isoform_X1_[Homo_sapiens]

Xetrop_XP_031757583.1_transcription_factor_GATA-4_isoform_X1_[Xenopus_tropicalis]

Dareri_NP_571311.2_transcription_factor_GATA-4_[Danio_rerio]

Hosapi_XP_006723762.1_transcription_factor_GATA-5_isoform_X1_[Homo_sapiens]

Xetrop_XP_031749920.1_transcription_factor_GATA-5_isoform_X1_[Xenopus_tropicalis]

Sccani_XP_038659439.1_transcription_factor_ GATA-5_[Scyliorhinus_canicula]

0,87
1
0,89
0,79
1
—1 0,61
0,81
— 0,1
0,66
0,95
0,91
— 0,63
— 0,85

Dareri_NP_571310.2_transcription_factor_ GATA-5_[Danio_rerio]

Sccani_XP_038665652.1_transcription_factor GATA-6_isoform_X1_[Scyliorhinus_canicula]

oK E— Xetrop_XP_012819929.1_transcription_factor_GATA-6_isoform_X1_[Xenopus_tropicalis]

Dareri_NP_001313293.1_transcription_factor GATA-6_[Danio_rerio]

Hosapi_NP_005248.2_transcription_factor_GATA-6_[Homo_sapiens]
0,13

Moocci.CG.ELvl_2.5458966.915101.01.p

2.0

Harore.CG.MTP2014.541.907485.01.p



